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Why drug discovery needs a new map?

▪ 1 in 30,000: Success rate
▪ 6 to 10 years to develop 
▪ $985 million spent/drug 

Drug design today is complex and slow. We built an AI system that helps 
scientists explore, understand, and invent new  drugs faster—by mapping 
molecules, proteins, and language into a shared landscape.

        

         

       
         

       
           

       
           

                Our multimodal prediction 
model, AffinityNet, learns 
a shared embedding space 
for drugs, proteins, and 
patents. It enables 
accurate affinity prediction 
and powers other creative 
drug-discovery tasks.

        
         

         
           

       
         

       
         

                                  

        
           
          

         
           
          

       
           
          

       
           
          

                 
                       

                                  
                                       

                               

        
           
          

         
           
          

       
           
          

                     

        
     

Tools built on the map

Joint embedding

                      
                  

                                 

                  

                              
     

                         
                  

                 

Under development

Navigate the 
chemical-protein 
space in real-time

AI                            ’      
explored in chemical space

Iterative refinement 
through reinforcement 
learning and feedback
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State-of-the-art 
Model

Drug-Target 
Interaction Domain 

Generalization 
Benchmark Group

AffinityNet (MIT)                         0.606

                     
      

                  
           

                    
         

                
            

                
                 

  

              
                        

              
          

                    
                  

               
                
                

         

  Gradient ascent enables the 
generation of precise 
compounds for a specific 
protein target using the 
AffinityNet model.

Generating molecules for targets
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